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RAW SEQUENCE LISTING DATE: 01/04/2001 

PATENT APPLICATION : US/09/5 55 , 7 8 0 TIME : 08:39:59 

Input Set : A:\Pto.amc 

Output Set: N:\CRF3\01042001\I555780.raw 

3 <1.10> APPLICANT : IMSTITUT NATIONAL DE LA SANTE ET DE LA RECHERCHE 

4 M 

5 CENTRE NATIONAL DE LA RECHERCHE SC1ENTIFIQ1JE 

6 (C.N. 

7 INST I TUT PASTEUR DE LILLE 

8 G R A3 - MA S S E , Hele n e 

9 BOSSUS , Marc 
.U) LIPPENS. Guy 

1 J. WI E R US Z K SKI, .'J e a « - M i. c he 1 

12 TARTAR, Andre 

1 3 GUILLET, Jean-Gerard 

.14 BOURGAULT-VT.LLADA, I S3 be lie 

!1 6 <12 0> TITLE OF INVENTION: Mixed I ipopeptide micelles for inducing an immune 
17 response and their Uierdpeu L.i c uses, 

1 U < \ 3 0 > F T L E R K EE R E NC E : Li pop e p t i d e S - f MS E RM 

C--> 21 <14 0> CURRENT APPLICATION NUMBER: US/09/55 5,7 80 
C--> 22 <141> CURRENT FILING DATE: 2000-06-02 

24 <150> PRIOR APPLICATION NUMRER: FR971524 6 

2 5 <15I> PRIOR FILING DATE: 1907-12-03 
2 7 <160> NUMBER OP SEQ ID NOS : 284 

2 9 <170> SOFTWARE: Patent! n Ver. 2.1 

3 1 <210> SEQ ID NO: 1 
3 2 <2"U> LENGTH: 14 

3 3 <212> TYPE: PRT- 

3 4 <213> ORGANISM: Clostridium tetani 
3 6 -;4 00> SEQUENCE: 1 

3 7 Gin Tyr lie Lys Ala Asn Ser Lys Phe Ue Gl ' Tie Thr Glu 

3 0 1 5. :io 
42 <210> SEQ ID MO: 2 

4 3 <2T1> LENGTH: 3 3 
4 4 <2T2> TYPE: PRT 

15 <213> ORGANISM: Human immunodeficiency virus 

4 7 <22 0> FEATURE: 

4 8 <221> NAME/KEY: LIPID 

4 9 < 2 2 2 > LOCA T I ON : (33) 

50 <223> OTHER INFORMATION: PALM I TOYL DERIVATIVE 

5 2 <4 00> SEQUENCE : 2 

5 3 vol 01 y Phe Pro Val Thr Pro Gin val Pro Leu Arg Pro Met Thr: Tyr 
5 4 :i 5 .10 15 

5 6 Lys Ala Alu Val Asp Leu Ser His Phe Leu Lys Glu Lys Gly Gly Leu 
57 20 25' 30 

5 9 Lys 

64 <2.10> SEQ ID NO: 3 
G5 <211> LENGTH : 32 
66 <212> TYPE: PRT 

6 7 <213> ORGANISM: Human immunodeficiency virus 
6 9 <22 0> FEATURE: 
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RAW SEQUENCE LISTING DATE: 01/04/2001 

P A TENT APPL I CAT IO N : US/0 9 /5 55,780 TIME: 08:39:59 

input- Set : A:\Pto.amc 

Output. Set: N:\CRF3\0104 2001\l555780.raw 

7 0 <221> NAME/KB*: LIPID 
71 <222> LOCATION: (32) 

7-2 <2 2 3> OTHER INFORMATION: PALM! TOY L DERIVATIVE 
7 4 <<3 0Q> SEQUENCE: 3 ■ 

7 5 Thr Gin Gly Tyr Phe Pro Asp Trp Gin Asn Tyr Thr Pro Giy Pro Gly 

7 6. 1 5 10 15 

78' Val Art] Tyr Pro Leu Thr Phe. Gly Trp Cys Tyr Lys Leu Val pro Lys 

7 9 2 0 2 5 30 
86 <210> SEQ ID NO: 4 

8 7 <211> LENGTH: 25 

88 <212> TYPE: PRT 

89 <213> ORGANISM: Human immunodeficiency virus 

91 <220> FEATURE: 

92 <2 2 1> NAME/KEY: LTPID 

93 <222> LOCATION : (25) 

94 <223> OTHER INFORMATION: PALM I TOY L DERIVATIVE 

9 6 <4 0 0> SEQUEN C E : 4 

97 Glu Trp Arg Phe Asp Ser Arg Leu Ala Phe His His^ Val Ala Arg Glu 

98 1 5 10 15 

10 0 Leu His Pro Glu Tyr Phe Lys Asn Lys 
101 20 25 
10 5 <210> SEQ TD NO: 5 

106 <211> LENGTH : 3 3 
.107 <212> TYPE: PRT 

108 <2:13> ORGANISM: Human immunodeficiency virus 

110 <22 0> FEATURE: 

111 <221> NAME/KEY: LIPID 
.112 <222> LOCATION* (33) 

113 <22 3> OTHER INFORMATION: PALM I TO YL DERIVATIVE 

115 <400> SEQUENCE: 5 

116 Asp Leu Asn Thr Met Leu Asn Thr: Val Gly Gly His Gin Ala Ala Met 

117 1 5 ; 10 15 

119 Gin Met Leu Lys Glu Thr lie Asn Glu Glu Ala Ala Glu Trp Asp Arg 
.120 20 25 30 

1.2 2 Lys r 

12 7 <210> SEQ TD WO: 6 

12 8 <211> LENGTH: 33 

129 <212> TYPE : PRT 

130 <213> ORGANISM: Human Immunodeficiency virus 

1.3 2 <22 0> FEATURE : 

133 < 2 2 I> N AME/K E if : LIPID 

134 <222> LOCATION: (33) 

135 <22 3> OTHER INFORMATION: .-PALM I TO YL DERIVATIVE 

13 7 <4()0> SEQUENCE: 6 

138 Asn Pro Pro lie Pro Va.l G.ly Glu lie Tyr Lys Arg Trp lie Tie Leu 

139 X • 5 ' 10 " 15 

141 Gly Leu Asn Lys He Val Arg Met Tyr Ser Pro Thr Ser He Leu Asp 

14 2 2 0 2 5 3 0 
14 4 Lys 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/5 55,7 80 



DATE: 01/04/2001 
TIME: 08:39:59 



I ti pu t Se t : A : \P to . amc 

Output Set: N:\CRF3\0104 2001\I555780.raw 



149 <2.10> SEQ 10 NO: 7 

150 <2il> LENGTH : 34 

151 <212> TYPE: PRT 

152 < 2 1 3 > ORGAN ISM: H u ma n i mmu node f 1c i. en cy virus 

154 <22 0> FEATURE: 

155 < 2 2 1 > NAM bJ/K E X : L 1 P .1 D 

156 < 2 2 2 > LOG AT T 0 N : (34) 

1 57 < 2 2 3> OTH ER I NEORMATI ON : PA LM J. TO V L DERI" V ATI VE 

159 <4 00> SEQUENCE : 7 

160 Thr Arg Pro Asn Asn Asn Thr Arg Lys Ser lie His lie Gly Pro GLy 

161 1 5 10 15 

16 3 Arq Ala Phe Tyr Ala Thr Gly Glu lie Tie Gly Asp lie Arg Gin Ala 
164 2 0 25 30 

16 6 His Lys 

171 <210> S EG ID NO: 8 

172 <211> LENGTH: 10 

17 3 <212> TYPE: PRT 

174 <213> ORGANISM: Human immunodeficiency virus 
176 <4 00> SEQUENCE: 8 

17 7 Arg Pro Asn Asn Asn Thr Arg Lys Ser lie 
179 1 5 10 

182 O10> SEQ ID NO: 9 

133 <211> LENGTH: 9 

134 <212> TYPE: PRT 

X85 <213> ORGANISM: Human immunodeficiency virus 
1.0 7 <400> SEQUENCE : 9 

IBS Pro Pro lie Pro Val Gly Glu lie Tyr 
189 1 5 

193 <210> SEQ ID NO: 10 

194 <21.1> LENGTH: 10 
105 <212> TYPE: PRT 

196 <213> ORGANISM: Human immunodeficiency virus 
198 <4 00> SEQUENCE: 10 

1199 Lys Arq Trp lie lie Leu Gly Leu Asn- Lys 
200 1 5 " 10 

2 04 <210> SEQ ID NO: 11 
20 5 <21I> LENGTH: 10 

206 <212> TXPE: PRT 

207 <21.3> ORGANISM: Human immunodeficiency virus 

209 <400> SEQUENCE: 11 

210 Leu Gly Leu Asn Lys Tie Val Arg Met Tyr 

211 I 5 ' 10 

215 <.210> SEQ ID NO: 12 

216 <21i> LENGTH: 10 

217 <212> TYPE: PRT 

218 <213> ORGANISM: Human immunodeficiency virus 
220 <4 00> SEQUENCE: 12 

221. Gin Val Pro Leu Arg Pro Met Thr Tyr Lys 
222 1 5 10 
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RAW SEQUENCE LISTING DAT hi : 0 1/04/20 Ul 

PATH NT A!? PL I CAT VOK : US/09/555, 780 TIME: 08:39:59 

I n p u t; Sot A : \p t o . amc 

Output Set: N:\CRF3\01042001\l555780.raw 

226 <2t.0> SEO ID MO : 13 

227 <211> LENGTH: 8 

22 8 v.212> TYPE: PRT 

22 9 < 2 :i .3 > 0 RG A N I S H : H uraan i rum u a ode i : i. c .i e n cy virus 
231 <4 00> SEQUENCE: 13 

23 2 Val Pro Leu Ary Pro Met Thr Tyr 
2 33 1 5 

2 37 <210> SEQ .10 NO: 14 
23 B <211> LENGTH: 8 

239 <212> TYPE; PR! 

240 <213> ORGANISM: Human immunodei" icieney virus 

24 2 <4 00> SEQUENCE: 14 

24 3 Aid Val Asp Leu Ser His Phe Leu 
24 4 1 5 
24 8 O10> SEO 10 NO: 15 

24 9 <211> LENGTH: 9 

25 0 <212> TYPE: PRT 

251 <213> ORGANISM: Human immunodeficiency virus 
2 53 <4 0 0> SEQUENCE: 15 

2 54 Ala Val Asp Leu Ser His Phe Leu Lys 

25 5 1 5 
2 59 <210> SEQ TD NO: 16 
2 50 <211> LENGTH: 1.1 

261 <212> TYPE: PRT 

262 <2"L3> ORGANISM: Human immunodeficiency virus 
264 <40 0> SEQUENCE : 16 

26 5 Thr Gin G.Ly Tyr Phe Pro Asp Trp Gin Asn Tyr 
266 1 5 .10 
27() <210> SEQ TD NO: 17 

2 71 <211> LENGTH: 9 
272 <212> TYPE: PRT 

27 3 <2I3> ORGANISM: Human immunodeficiency virus 

275 <400> SEQUENCE: 17 

276 'I'yr Phe Pro Asp Trp Gin Asn Tyr Thr 

277 1 5 
28.1 <210> SEQ TD NO: 18 

2 82 <211> LENGTH: 10 ' 

28 3 <212> TYPE: PRT 

2 84 <2J.3> ORGANISM : Human immunodeficiency virus 

286 <4 00> SEQUENCE: 18 

287 Thr Pro Gly Pro Gly Val Ary Tyr Pro Leu 
2 88 1 5 * 10 
2 92 <210> SEQ ID NO: 19 

2 93 <2.11> LENGTH: 8 
2 94 <212> TYPE: PRT 

2 9 "5 <213> ORGANISM: Human immunodeficiency virus 

297 <400> SEQUENCE: 19 

2 98 A.rg Tyr Pro Leu Thr Phe Gly Trp 

299 i 5 
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RAW SEQUENCE LISTING DATE : 01/04/2001 

PATENT APPLICATION: US/09/55 5,7 80 TIME: 08:39:59 

Input Set : A:\Pto.amc 

Output Set: N:\CRF3\01042001\l555780.raw 

303 <210> SEQ ID NO: 20 
3 04 <2;il> LENGTH: H 
305 <212> TYPE: PRT 

3 0 6 <2!3> ORGANISM: Human immunodeficiency virus 

308 <4 00> SEQUENCE: 20 

30 9 Tyr t j ro Leu Thr Phe Cly Trp Cys 

3 1 0 .1 5 

314 <210> SEQ ID NO: 21 

315 <21\> LENGTH : 9 

316 <212> TYPE: PRT 

317 <213> ORGANISM: Human inunu node fc" icienoy virus 

319 <4 00> SEQUENCE: 21 

320 A let Phe His His Val Ala A.rg Glu Leu 
3 211 5 

325 <210> SEQ ID NO: 22 

326 <211> LENGTH: B 
3 27 <212> TYPE: PRT 

32 8 <213> ORGANISM: Human immunodeficiency virus 

33 0 <400> SEQUENCE: 22 

331 Phe Leu Lys Glu Lys Gly Gly Leu 

332 1 ' *5 
'J 3 6 <210> SEQ TD NO: 2 3 
337 <211> LENGTH: 2 7 

3 38 <212> TYPE: PRT 

339 <.213> ORGANISM: Simian immunodeficiency virus 
3 4.1 <2 20> FEATURE: 

34 2 <2 21> NAME/KEY: LIPID 
3 4 \ <222> LOCATION : ( 2 7 ) 

34 4 <22 3> OTHER INFORMATION: PALM I TOY L DERIVATIVE 
3-17 <4 00> SEQUENCE: 2 3 

34 8 Ser Val Arg Pro Lys Val Pro Leu Arc* Ala Met Thr Tyr Lys Leu Ala 
349 1 5 10 15 

351 lie Asp Met Ser His Piie lie Lys Glu Lys Lys 

352 20 25 
3 56 <210> SEQ TD NO: 24 

35 7 <211> LENGTH: 24 
358 <21,2> TYPE: PRT 

3 59 <213> ORGANISM: Simian immunodeficiency virus 

361 <220> FEATURE: 

362 <221> NAME/KEY: LIPID 

363 < 2 2 2 > LOCATION : (2 4 ) 

364 <223> OTHER INFORMATION: PALM I TOY L DERIVATIVE 

36 6 <4 00> -SEQUENCE : 2 4 

36 7 Glu Lys Gly Gly Leu Glu Gly He Tyr Tyr Ser Ala Arg Arg His Arg 

368 1 5 10 15 

3 70 He Leu Asp Met Tyr Leu Glu Lys 

371 ■ 20 

375 <210> SEQ ID NO: 25 

3 76 <211> LENGTH: 2 5 
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VERIFICATION SUMMARY DATE: 01/04/2001 

PATENT A PPL 7.CAT.VO W : US/0 9 / 5 5 5 , 7 8 0 TIME : 08:40:00 

Input Set : A:\Pto.amc 

Output Set: N:\CRF3\0104 2001\l5557 80.raw 

L:21 M:270 C: Current Application Number differs, Replaced Current Application Number 
L:22 M:271 C: Current Piling Date differs, Replaced Current Filing Date 
L:379 M:2B3 W: Missing Blank .-Line separator, <220> field identifier 
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Q Changed a filo'frorn non-ASCII to ASCII / E ^n^^^^^^ 

f^f Changed the margins in cases where the sequence text was "wrapped* downjolh^gjct line. 

I — I Edited a format error in the Current Application Data section, specifically: Af" 

u. - . __. : ,-;„.„-,. 5 t 

" Edited the Current Application Data section with the aduaJ current number. The number inputted by the 

applicant was O/Jhe. prior application data; or □ other __ w .. ■ . 

[ | Added the mandatory heading and subheadings for "Current Application Data". 

| — | Edited the "Number of Sequences" field. The applicant spelled.out a number instead of using an integer. 

| — [ Changed the spelling of a mandatory field (the headings ofsubheadings), specttic<*y:. 



| | Corrected the SEQ ID NO when obviously incorrect. The sequence gumbers that were edited were: 



Q Inserted or corrected a nucleic number at the end of a nucleic line. SEQ ID NO's edited: 

I 1 Corrected subheading placement. All responses must be on the same line as each subheading, if the 

— applicant placed a response below the subheading, this was moved to its appropriate place. 

j — j Inserted colons after headings/subheadings. Headings edited included: 



| 1 Deleted extra, invalid, headings used by an applicant, specrficaJly: 



I 1 Deleted: □ non-ASCII "garbage" at the beginning/end of files; □ secretary inrtials/filename at end of file; 

— □ page numbers throughout text; □ other invalid text, such as _ . 



[ | Inserted mandatory headings, specifically: 

| | Corrected an obvious error in the response, specifically: 



| | . Edited identifiers where upper case is used but lower case is required, or vice versa. 
| | Combed an error in the Number of Sequences field, specifically: 



| | a "Hard Page Break" code was inserted by the applicant. All occurrences had to be deleted. 

| | Deleted ending stop codon in amino acid sequences and adjusted the "(A)Length:" field accordingly (error 
due to a Patentln bug). Sequences corrected: . — — 

I | Other: 



^ ' - • . — " 

s^aminer: The above corrections must be communicated to the applicant in the first Office 
Action. DO NOT send a copy of this form. 



